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. View all samples
Projects
Add samples
View all genomes
Id Add genome
1097
Import from NCBI GEO/SRA
Import from Basespace
1091 Import from FTP/SFTP
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New sample
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Drag and drop or click here to upload files.

® Allowed file formats: .ab1, .bam, .cram, .crai, .csfasta, .csv, .fastq, .fq. .gpr, .gvcf, .qual, .vcf, .sam, .sra, .tsv, .txt, .bz, .bz2, .gz, zip, fasta, .fasta.gz
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2 Project: 's Project
Tags

3 + Add Tag
Select metadata for all samples
4 Platform ®  CompleteGenomics
5 Datatype ® RNA-Seq
6 Stranded (optional) @ | None/Don't Know
7 Spike in (optional) ®  None
8 Genome ®  GRCh38

9 Pipeline (optional) ®

1 0 Reset form
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